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In this study we used: 
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• Brown Swiss cattle, 463 bulls  

 

• Norwegian red cattle, 498 bulls  

 

• Simmental cattle, 502 bulls  

 

• Tyrol Grey, 215 bulls  

 



...on which we tried to 
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• predict levels of inbreeding 

 

• compare levels of autozygosity 

 

• explain their inbreeding history 
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Illumina Bovine SNP50TM Beadchip 

We exclude : SNP with gc_score <0.2 

: SNP with MAF <0.01 

: SNP with >0.05 of missing genotypes 

: animals  >0.05 of missing genotypes 
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36273 SNP 
Five ROH lengts (k): 

>1Mb, >2Mb, >4Mb, 

    >8Mb, >16Mb 

PLINK 

PLINK Fhom  

PEDIG FpedT  & Fped5  

ROH lengts (k): SAS 

FROH1, FROH2, 

FROH4, FROH8, 

    FROH16 

Pedigree data 

(6.46 – 9.02 CGE) 
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What are inbreeding levels?  
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...but ancient inbreeding?  
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Correlations?  
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Brown Swiss Simmental 

ROH structure  



• Useful especially if pedigree is missing or 

incorrect 

• Demostrated as optimal way for identification of 

ancient inbreeding in humans (Keller  et.al. 

2011) 

• ROH give information about level of inbreeding  

and  its age 

• Observational approach: most likely provide 

more accurate information than probabilistic 

approaches 
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Conclusions about ROH & FROH  
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