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Recent situationRecent situation

Formation as a breed: since 1972

Breeding stock:            ~800 stallions + 5,500 mares (2011)

Breeding program: pure-breeding in an open population



Selection procedureSelection procedure

SPT=performance test of stallions
MPT=mare performance test
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MaterialMaterial

Foal inspection

N = 2 680

Mare performance test

N = 236

Mare inspection

N = 1 927N = 2,680

Traits: 3

1990 - 2010

N = 236

Traits: 5

1994 - 2010

N = 1,927

Traits: 7 (+6)

1990 - 2010

 Animals with performance records: 4,092p ,
 Pedigree totaling: 12,638 



GenealogyGenealogy

Origin of the Sires (1st generation of all ponies with performance records)

ox
4.5%

German Riding 
Pony 65.6%

Other
9.6%

Welsh

xx

16.7%

3.7%

N=3,165



Genealogy IIGenealogy II

Origin of ancestors from 3rd generation
(for all ponies registered as „active breeding ponies“ for 2011)

Genealogical class Rel  frequency of Rel  frequencyGenealogical class Rel. frequency of
stallions

Rel. frequency
of broodmares

87.5-100 % Riding Pony 19.5 9.5

7.
4%

50-75% Riding Pony 36.6 36.9

≥ 50 % Welsh Pony 14.6 12.8

≥ 50 % Arabian 2 4 5 3

47

≥ 50 % Arabian 2.4 5.3

≥ 50 % Thoroughbred 9.8 2.0

≥ 50 % Other breed 2.5 13.9

no breed ≥ 50 % 14.6 19.6



Genetic parameters
f f l i ti t itfor foal inspection traits

yijk = μi + place*yearj + b(age) + animalk + eijk

E ti t  f h it bilit  (  di l)  ti  l ti  ( b  di l) d Estimates of heritability (on diagonal), genetic correlations (above diagonal) and 
phenotypic correlations (below diagonal) for foal inspection traits

Trait Type Conformation Gait

0 61Type 0.61
(0.04)

0.78 0.75

Conformation 0 12 0.16 0 71Conformation 0.12 (0.03)
0.71

Gait 0.18 0.07 0.31
(0 04)(0.04)

N=2,666



Estimates of heritability 
f b d i ti t itfor broodmare inspection traits

yijkl =  μi + place*yearj + agek + animall + eijkl

Trait N h² s  e  h²Trait N h s. e. h²

Breed and sex type 1,822 0.67 0.05

Conformation 1,329 0.70 0.08

Head 1,822 0.59 0.05

Neck 1,821 0.50 0.05

Saddle position 1,822 0.40 0.05

Frame 1,822 0.23 0.05

Forelegs 1 330 0 26 0 08Forelegs 1,330 0.26 0.08

Hindlegs 1,330 0.18 0.07

Correctness of gaits 1,822 0.12 0.05

Walk 1,081 0.39 0.08

Trot 1,346 0.48 0.07



SummarySummary

 Collection of performance data is analogous to
German warmblood horses

 Population structure is typical for horse breed
 Majority: 50-75% Riding Pony genes 

Welsh genes also have impactWelsh genes also have impact

 Genetic parameters are partly similar to those from Genetic parameters are partly similar to those from
warmblood populations

! Review of extended sample



ConclusionsConclusions

 Transfer of knowledge
and experience from

EBV

Warmblood
 Use of existing synergies

EBV
g y g

 Estimation of breeding
values would be possiblevalues would be possible

 I d l i i f Improved exploiting of
the full genetic potential

 Increasing genetic gain
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