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Inbreeding and Relationships Ayrshires by birth year.
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data about the group of animals in a pedigree,
and code for manipulating those data.

* Tested on a pedigree of 600,000 Ayrshires Website and Documenation

* Relatively slow (function call overhead)
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* Website: http://pypedal.sourceforge.net/.

Coefficient of inbreeding
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* Tested on simulated pedigrees (Table 2)



