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Some time ago.. 

 
“A job well done, always 

starts from having the 
right tools”( J. A. 

Nicolazzi) 
 
Corollary: “if you find yourself with a hammer in 

one hand and a screw in the other, 
something went terribly wrong!” 



Welcome to the (bovine) jungle 
Illumina Infinium Bovine SNP50 

 
  1 chip, 1 assembly (BTAU 4.0) 

 
x Many output formats (row, matrix, etc) 

and allele coding (forward, top, A/B) 
x Difficult link between Illumina SNP 

names and other P.A. DBs 

Illumina Infinium Bovine SNP50 (v.2) 
Illumina Golden Gate Bovine3k 

Illumina Infinium BovineLD 
Illumina Infinium BovineHD 

 
 

  Improved quality of information 
 More (less) SNPs 

 
x Many output formats (row, matrix,etc) and 

allele coding (forward,top, A/B) 
x Difficult link between Illumina SNP names and 

other P.A. DBs 
x 2 assemblies (BTAU 4.0 and UMD 3.1) = 

different positions and chromosomes 
x SNPs in common? 

x SNP names in common? 
 

Affymetrix Axiom Bos1 (HD) 
 

  New technology 
 New SNPs  

 
x New formats and procedures  

x SNP in common? 
x SNP names in common? 

x Concept of probe! Few custom SNPchips 
 



The concept (and methods) of the 
SNPchiMp 

Why not putting all this information together? 
1) Contact/stalking SNP chip producers (having “first-hand“ information). 
2) Connecting the dots…  

Collect all information received from producers. 
Download dbSNP database(s) -> all builds from 136 onwards  
Link the information (get SNP name – rsID link) 

Illumina: SNP names + BLAST random samples of SNPs (check) 
Affymetrix: use their information (already available). 

Put all this into a database containing all the information collected  
Re-check everything form an independent source (Bob Schnabel). 



The SNPchiMp is born… 

http://bioinformatics.tecnoparco.org/SNPchimp/ 

Why not putting all this information toghether and easily 
accessible/downloadable online? 

 



Download section 



Browse section 



Preview (first 100 records) 



Benefits of the SNPchiMp 

All information available with a few clicks of the mouse 
Avoid SNP names cross-reference problems. 
Update chromosome and position information (in any assembly). 
Transform allelic coding formats. 
Across-chip / across-platform genotype imputation & integration 
of data (e.g. exchange of information). 
Selection signatures and GWAS: explore your results directly, link 
your SNPs to dbSNP and ENSEMBL 
Help in SNP data integration with sequence data 

 



Version 2.0 (W.i.P.) 

Publish Version 1.0… still waiting for reviewers response. 
GeneSeek Genomic Profiler (thank you Qualitas and G. Evans) 

LD (19K SNPs) + HD (80K SNPs) 

Interbull Index (thank you H. Jorjani) 
Within and across indexes for international genomic data exchange. 

New chips?   
Custom CRV 50k 
EuroG10k (Eurogenomics) 
AussieLD (9k) 
… 

dbSNP consensus + sender sequences (still under study) 
Update to cow Build 138. 
Multiple species: Pig, Horse, Sheep, Goat, Buffalo, Dog, Cat, Fish(?). 



Now it’s your turn to meet the chiMp.. 

 
 
  Thank you 
     for your  
       attention 

http://bioinformatics.tecnoparco.org/SNPchimp/ 

The research leading to these results has received funding from the European Union's Seventh 
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