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QUESTIONS

» Should we genotype females?

» Are they helpful for genomic evaluations?




Situation in dairy Cattle

Population Trait Bulls +
Cows

Israeli Holsteins Milk yield 0.24 0.25 ourenco et al., 2014
US Holsteins Final Score 0.34 0.35 Tsuruta et al., 2013
US Holsteins Yield traits 0.41 0.41 Cooper et al., 2015

- Small gains in reliability in dairy cattle

* Bulls with high-reliability genetic merit




Situation in other species
What happens in other species?

Broiler chickens from Cobb-Vantress
» Males
+ Females
» Males + Females




Data Structure

* ~ 200,000 broiler chickens

 Phenotypes for 4 traits

* Growth_1 h2=0.28
- Efficiency h2=0.25
* Production h2=0.49
* Growth_2 h2?=0.22

» Over 15,000 genotyped males and females

* 16 micro-generations




Reference & Validation
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BLUP and ssGBLUP
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Validation method
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Accuracy for Growth_ 1
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Accuracy for Efficiency
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Accuracy for Growth_2
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Accuracies for 4 traits

 Overall gain in accuracy of GEBV over EBV
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Accuracies for 4 traits

- Different accuracy for males and females

* Is it due to sexual dimorphism?

» Split trait into male and female trait  van der Heide et al. 2015
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Decomposition of GEBV in
ssGBLUP
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EBV
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Summary

- Advantages of genotyping are mainly for genotyped animals
- Animals from one sex benefit from genotypes on the same sex
» Genotyping females and males is beneficial in broiler chickens

» Selection reduces realized accuracies




