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Engineer specificity into these editing tools:
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When to use genome editing technology in breeding systems:
‐ to import variation … that is othewrise challenging to introgress

• utilising ‘backyard genetics’ e.g. polled 
(from outwith breeding population)
“capturing” rare breed alleles

• introgress alleles from different species
• introduce novel variation

• increasing fixation rate for low frequency variation
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$267m/year
loss in Russia 

Georgia 2007 ‐ within 60 days of first report 30,000 pigs died



Disease severity differs between pig species
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Gene Editors  ‐ TALEN  and  ZFN

NHEJ HDR



T448A S485P S531P

NH₂

pig26

NHEJ



“Pig 26”



HDR









Simon Lillico
Chris Proudfoot
Wenfang (Spring) Tan
Claire Neil
Rachel Huddart
Maeve Ballantyne
Alex Brown
Sarah Fletcher
Du (Dina) Yue
Akshay Joshi
Caroline Krall

John Hickey
Gregor Gorjanc
Janez Jenko







2 days







Is gene editing a game changer?


