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‘ Heritability

Both BHB and NEFA are heritable

Estimates of 0.06 - 0.40 for BHB

and 0.08 - 0.35 for NEFA (Koeck et
al. 2014, Oikonomou et al., 2008, Jamrozik
et al., 2016).

1lthy

‘ Incidence

Nationally SCK of c. 30% (Macrae et
al. 2012)
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Loss of appetite, reduced milk
yield, can induce hypoglycaemia,
hyperketonaemia,

Immunosuppression
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Predicted

Fatty acids (Soyeurt et al., 2011)
Energy traits (McParland et al., 2011
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Spectral data standardised in accordance with Grelet et al., 2016. as

part of the Optimir project.
Transformation of reference data

Data thinning (similar to Grelet et al. 2016)

Restrictions on residuals in defining outliers

Feedback from receiver operating characteristic curves (sensitivity and : /

-

specificity, area under the curve)
Inclusion of various phenotypic traits alongside spectral data in the PLS

Optimal number of factors to use in the model according to SAS



Converged upon a tool
Using data from all sources

Residuals > 2 stdev of the global press

considered outliers and removed
Both traits (natural) log transformed
Split sample validation

R = square root of the coefficient of

determination

R-Predicted BHB

i
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Reference BHB

N = 1443
R=0.84

MIR-Predicted NEFA
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N = 1449
R=0.81

Reference NEFA
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Predicted BHB across Lactation and DIM
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Predicted NEF A across Lactation and DIM
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Predicted NEF A across Lactation and DIM
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Average Predicted InBHB
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Demonstrated the ability to predict BHB and NEFA using MIR

Could be used routinely as an early-indicator of potential

health issues

Energy balance predicted routinely from MIR at NMR; BHB

and NEFA predictions due to accompany these
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