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Blood Types and Glycomic
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Association between the ABO blood group and
the human intestinal microbiota composition
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Our previous Study

The A0 blood group genotype modifies the jejunal glyvcomic binding
pattern profile of piglets early associated with a simple or complex microbiotal
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Material and Methods
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Results
Time Effect
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. Greater o Diversity and stability in Sows (Adult Microbiota)

. In Piglets a Diversity increase After Weaning (T 111)

. Correlation in o diversity between Tl and TIlI in piglets (r = 0.62 p = 0.02) |
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Results
Time Effect
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Results
AO Genotype Effect
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Results

Genotype effect in pre-weaning period in piglets
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(Mixed Model)
Factor DF num DF den F Value P
Time 2 30 6.61 0.0042
Genotype 1 30 0.13 0.7204
Time x Genotype 2 30 6.32 0.0051
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Results
Taxonomic Composition

Tasouomy OTUs Statistical significance (n)
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Results
Taxonomic Composition
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Conclusions

<

The Blood group Genotype does not appear to influence the fecal bacterial communities in
adults (supported also by data from a parallel study of our group)

AN

The microbiota of suckling pigs is affected by the Genotype

The data confirms a progressive modification of the microbiota composition during piglet life
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