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Identify genomic regions associated with 

VE of litter size (LS)
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269 Females

G11

130 Females

139 Females

GENOTYPED

High 𝑉𝐸 del LS

Low 𝑉𝐸 del LS

Divergent selection experiment for VE of litter size

94 282 SNPs
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Divergent selection experiment for VE of litter size
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1. LITTER SIZE PRE-CORRECTED

𝑳𝑺 = 𝒀𝑺 + 𝑷𝑳 + 𝒆

2. WITHIN-DOE VARIANCE OF LITTER SIZE

𝑉𝐸 =
1

𝑛 + 1


𝑖=1

𝑛

(𝑥𝑖 − ҧ𝑥)2
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Single Marker Regression Multiple Marker Regression

𝒚 = 𝑿𝒃 + 𝒛𝒋𝛼𝑗 + 𝒁𝒈 + 𝒆 𝒚 = 𝑿𝒃 +

𝑗=𝑖

𝑘

𝒛𝒋𝛼𝑗𝛿𝑗 + 𝒆

SMR MMR

Genetic effect

𝑁(𝟎, 𝑮𝑹𝑴𝜎𝑔
2)

Fixed Effect Allelic substitution effect

Genotype

Associated

genomic regions

p-value < 1E-5

p-value < 1E-4

SNPs

Effect Ø Effect

1-π π=0.9997

BF > 10

VG windows > 1%
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Single Marker Regression Multiple Marker Regression

SMR MMR

Chromosome Chromosome

Affx-151984290p-value=9,46E-6 BF=77,40
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CHR PB GENES

1 173004560-173995924 KIAA1549L, C11orf91, CD59, LMO2, CAPRIN1,

NAT10, ABTB2, CAT, ELF5, EHF

3 50019899-51891704 CPNE3, CNGB3, CNBD1, SLIT3, SPDL1, DOCK2,

FAM196B, FOXI1, LCP2, KCNMB1, KCNIP1

14 121545568-122985548 DCBLD2, ST3GAL6, CPOX, GPR15, CLDND1,

GABRR3, ARL6, EPHA6

Highlighted Genes Inflammatory response
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Inflammatory Response First line of Defense
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DOCK2, CAT, ST3GAL6, SLIT3, LMO2, LCP2 and CD59

Genomic Regions Associated with VE of Litter size

Inflammatory response

Resilience of Animals
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