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Explained by the network regulated by   

LHX4, POU2AF1, TCF7L2 

RFI phenotype variance explained by 399

randomly selected SNPs (3,000 replicates)
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GWAS Gene expression
Liver and Gluteus medius

AWM DE rCCAsPLS-DA
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LIPGEN projects:

AGL2013-48742-C2-2-R

AGL2007-66707-C02-01

Your

Matters

P-SPHERE



AWM AWM_rand 399 SNPs 399_rand
RFI variance 0.56±0.06 0.10±0.01 0.51±0.07 0.10±0.03

RFI predictions 0.42±0.06 0.04±0.08 0.39±0.06 0.05±0.08


