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Mitochondrial DNA



Material and 
methods

• 25 Croatian spotted 
goats

• 65% of the breeding 
area

• 1435 heads (HPA, 
2017) under selction



Material and 
methods

• 660 bp D-loop fragment

• Goat, ancient goat and sheep 
sequences from Genbank



Results 
Median–joining tree of Croatian Spotted Goat
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Haplogroup determination
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Calibrated phylogenetic tree
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Principal component analysis
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Conclusion

Croatian Spotted goat  

• has preserved high genetic diversity 
• has high heterogenic origin
• is closest to Albanian, Grecee and Italian 

goats by mtDNA
• has low phylogeographic structure 

caracteristic to all goats

Thank you for your attention!


