Association analyses for ketosis indicators -
ketone bodies and fatty acid profiles in Holstein cows
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SCIENTIFIC QUESTION

We do need practical ketosis indicators in milk!
What is the relationship between first test-day FTIR ketone body, fatty acid milk concentrations and ketosis on phenotypic,
genetic and genomic scale?
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CONCLUSIONS
= Phenotypically: strong positive associations between milk acetone, BHB, UFA, MUFA, C18:0 and ketosis
= High genetic correlations between ketosis and ketone body, UFA, MUFA, C18:0 concentrations
= Candidate genes surrounding SNPs that are significantly associated with acetone, BHB, C18:0 are involved in diabetes, lipid and energy

metabolism
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