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SCIENTIFIC QUESTION

WHAT ABOUT GENOME LEVEL ?

» What can we learn from ROH ?

p Are inbred regions of the genomes the same
for all individuals ?

p Is the genome homogeneous in terms of
inbreeding ?

» What can we learn about population history ?



MATERIAL & METHODS

BIOLOGICAL MATERIAL

» 3 Breeds

» 50k SNP array

» All males that have been used
» 2005-2015 period

» ROH computed using Plink 1.9 (changetal, 2015)
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(" 5430 individuals )
(= 493 per year)




MATERIAL & METHODS

SUMMARY STATISTICS
» Sharing of ROH within the population (PPROH)

» Mean length of the ROH (in kb)




RESULTS: SHARING OF INBRED REGIONS

TIME DYNAMICS OF ROH WITHIN POPULATION

» Holstein: Increase of largely shared ROH

PPROH g, (%)
» Almost stable in other breeds
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Chromosome 1 Chromosome 1 (between 98274088 and 103034522 bp)
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ROH frequency and LD blocks along chromosome 2
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ADDITIONAL INFORMATIONS

ROH: RATIONALE
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2 ROHlength
- Totallength

Total Length

ROH length = f(Age Common Ancestor)
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ADDITIONAL INFORMATIONS
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