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Mitochondrial n-loop sequence variation among
the 16 maternal lines of the Lipizzan horse breed
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Fig. 1. Polymorphic sites within the upstream (nt 15457—-15834) and downstream (nt 16351-16660) region of the equine p-loop sequence.
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Bosnian Mountain Horse

 The Bosnian Mountain Horse (BMH) is authentic indigenous breed which
represents the most typical small horse of the Balkans.

* The horses were bred as pure breed only at state-owned studs.

* The Bosnian Mountain horse is a typical example of a breed, created by the
selection efforts, long-standing isolation and adaptation to a specific
environment.

* The basic characteristics of BMH breeding in the Borike and Han Pijesak studs
was closed population based on two stallion lines: Misko and Barut.

* Since 1948 breeding was continued based only on the existing maternal lines
and two stallion lines.

’;
Univerza v Ljubljani
Biotehniske fakulteta




Breeding stock of BMH

* Established mare lines
(34 authentic bloodlines)

e Stallion lines

MISKO

BARUT
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Population dynamics at Borike (last 60 years)
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Goals of the BMH breeding programme

* preservation of the breed,
* preservation of original phenotypic traits,

* maintenance of various possibilities of use,

* maintenance of genetic variability. 7 /_




Most prominent autochthonous mare lines
in the BMH population
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Mare blood lines in BMH

Zorka Mrkusa
Morina Una-P
Lasta Dinara
Medina Zora
Una Sena
Vidra bula
Mica Gara

Iskra Bosna




Some traditional BMH mare lines
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BMH country breeding (new maternal lines)

MRKUSA

DINARA

BOSNA

SENA 9 UNA I, 2004
GARA

DULA

UNA P A
/ORA 10 BOSNA 1, 2010 :

These mares are considered as being in the BMH type and can
be entered into the supplementary section of the stud book.




MmtDNA
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Cluster C1 is typical for North European ponies,
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Clusters of the mtDNA in BMH

Nomenclature according to Achilli et al., 2012
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MmtDNA clusters in BMH

Haplotype Mare line Year
H ZORKA 1928
La LASTA 1923
MORINA 1997

Lb BOSNA 2010 L Dinara (Lc)
Lc DINARA 1997

Bosna
(Lb)

Lasta, Morina

(La)
Morina
Unal, Una ll A

A MORINA 1964 (Bb)
Ba VIDRA 1999 L@
Bb UNAI 2004 (Ba)

UNA I 2009
Bc LENKO 2008
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Overview of polymorphic sites in the D-loop
region of the mtDNA in BMH
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Example of the novel haplotype Ba found in the BMH

I
Consensus AATCAG

D1 X70547 e e
x“ ( " "' A \

REV2.10.ab1  + = =+ ¢ o o0 e e \.-/( N P

REV3. 13.ab1  « « + « + o+ o+ e e e e e oo . T

P 2019, Ghent 17




mtDNA clusters in BMH - including new
maternal lines

G Zorka J
Mrkusa
Ga Medina Morina
Gc Sena B/Ii_ca
Gb Una M rina
Pula Gara
A Morina
X79547
Bc Lenko
Q Bb
La Lasta |_ Unal, Una ll
Vidra
Lb Bosna Qa Qb
Lc Dinara Iskra Zora
Medina




Relationship between BBK and mtDNA haplotypes
according to Jansen et al., 2002
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