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Schizochytrium

Autotrophic microalgae

spp.
FRAP 2.90 £ 0.115
DPPH 7.28 + 0.489

ABTS-Radical Scavenging (TEAC) 11.34 £ 0.762
Total phenols (Folin-Ciocalteu assay) PRz A0S
Total flavonoids 5.23 £ 0.206
Total carotenoids 0.44 £ 0.049
Chlorophyl a 0.65 £ 0.059
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y hizochytri
% Autotrophic microalgae Schizochytrium

Spp

Dry Matter 91.5 98.0
Crude Protein 40.0 16.7 J
Ether extract 25.5 95.6
NDF - -
ADF - -
Ash 10.0 8.8
C14:0 4.5 5.9
C16:0 18.3 13.1
C18:0 0.2 0.3
C18:1n9c 4.7 0

C18:2 n-6
C18:3 n-3
C20:5 n-3 EPA
C22:5 n-6 DPA
C22:6 n-3 DHA
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Dietary treatments (D) Effects
CON SC30 MB30 MB40 SEM D T D*T
0.67 0.69 0.71 0.76 0.045 0.550 <0.00 0.308
1
38.61 39.02 3790 37.75 0.701 0.539 <0.00 0.486
1

FRAP (uM)

ABTS (%)

SOD (U/ml) 8.12 8.28 7.83 9.09 0.548 0.502 0.074 0.021 4—[

0.37 0.38 0.39 036 0.022 0.772 <0.00 0.004

GPx (U/ml) 1 =

CAT (U/ml) 60.082 74.bG8a 76.162° 114}).00 13.405 0.066 0.100 0.051

GST (U/ml) 0.0492> 0.0472 0.059* 0.064c 0.004 0.036 0.010 0.138 4—[

0.023 0.024 0.025 0.025 0.002 0.723 <0.00 0.138
1

4412 449 403> 4.19%» 0.103 0.015 <0.00 <0.00
1 1

MDA (uM) 0.79 0.84 0.80 0.86 0.038 0.599 0.020 0.401

GR (U/ml)

PC (nmol/ml)




PUFA and immune
regulation
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Dietary treatments (D) Effects
CON SC30 MB30 MB40 SEM D T D*T
Milk yield (g) 2284 2202 2138 2275 135.78 0.859 <0.001 0.991
2FCM ., (9) 2470 2198 2107 2270 124.72 0.285 <0.001 0.979
SECM (g) 2198 2017 1920 2056 110.39 0.394 <0.001 0.991
Fat content (%) 6.77 6.07 5.89 6.11 0.230 0.083 0.002 0.174

Fat yield (g) 151.7 1317 125.9 136.7 7.46 0.157 <0.001 0.958
Protein content (%) VA4 6.32 6.14 5.96 0.150 0.399 0.002 0.169

Protein yield (g) 139.9 137.1 129.8 136.1 6.59 0.741 0.007 0.997
Lactose (%) 4.54 4.62 4.55 4.59 0.053 0.700 <0.001 0.883
Total solids (%) 18.20 17.58 17.07 17.25 0.330 0.149 0.005 0.133

Total solids no-fat (%) KK 11.71 11.47 11.40 0.154 0.417 0.010 0.243
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CON
FRAP (uM) [REXL
ABTS (%) BEEKIE

oYU 102.63
S 0.5952
CAT (Uml) XN

PC (nmol/ml) A
MDA (uM) 0.542ab

Dietary treatments (D)

SC30
2.19

29.93°

94.28

0.386°

4.76

3.14z2b

0.59¢

MB30 MB40
3.20 2.00

27.95° 27.64°

100.07 92.54

0.357° 0.381°b

479 452
2.832 3.22°

0.522  0.57°c

SEM
0.598
1.116
8.54
0.060
0.690
0.112

0.015

D
0.172
0.003
0.783
0.043
0.920
0.052

0.016

Effects
T
0.001

D*T
0.669

<0.001 <0.001 <=

0.370
0.295
0.853
0.001

0.104

0.770 <=

0.532

0058

<0.001 <0.001 =




Dietary treatments (D)
SC30 MB30 MB40 P-value
5 days sampling time

Canonical Discriminant Functions

CON Group

& CON

@ BC30

® LB30

& MB40

ﬁ‘:} Group Centroid

FRAP (uM) 2842 148 2872  156° 0.001)©

ABTS (%) 29.05 27.88 25.71 29.72 0.329
MDA (uM) 1.85 2.11 1.99 2.03 0.769
10 days sampling time

z
o=
o
o™
c
o
2
(%)
c
=
w

FRAP (pM) 2 21a 0 9Rb 2 34a 099k 0 NN1
ABTS (%) 20 164 26.90 2611 2791 0142
MDA (pM) 1,992 2.59b 2. 08a 2 5Qb

16 days sampling time

25 0,0 2,5

Function 1 (97%)
FRAP (uM)

ABTS (%) 28.39 29.72 29.24 29.35 0.948
MDA (pM) 1.92 2.36 2.40 252 0.596







High —Medium —Low

P-value < 0.00
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Canonical Discriminant Functions
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Function 1 (84.2%)
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Canonical Discriminant Functions
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Fibrolytic bacteria (% of total bacteria)

[ ]

CON 5C30 MB30 MB40

OTreponema DO Ruminococcus O Butyrivibrio OFibrobacter O Selenomonas

Proteolytic bacteria (% of total bacteria)

SC30 MB30

O Prevotella @ Clostridia UCG-014 [ Clostridia




Archaea abundance (%) @ Methanobrevibacter
millerae .
B uncultured Archaea

Met F'I."Lf-"-'fa'"lf'.' 'L’T!'-"I"‘{ icler

Eﬁ ? ollevae
LE Ve
o O Candaiaaris

’7 Methanomethylophilus
: | O Methanosphaera
stadtmanae

Methanobrevibacter

t b boviskoreani

O uncultired Archaeon

) & 1
O mernanogenic . lrchaeon

O Methanomethylophilaceae

0 Methanosphaera cuniculi

0O Qu inella

D .11 j'rl'_'."ﬁl-.ll'{.r.rn'rJ"I:'.l"l'_' 1 '|'.|'rl’.'_."t '.-r:'_".l"
ruminantivim
O uncultured

Methanobacteriales
O unidentified H.'L'f‘_!'.?.:H.'rJfJ-L-_r.?

MB30 MB40

Methanobrevibacter
ruminantium (%)
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Canonical Discriminant Functions
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Function 1 (51.6%)
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Maize grain

SC20 SC30 SC40
472 477 467 462

Maizegrain
80 80 80 80
70 70 70 70

- 100 100 100 100
185 185 185 185
25 25 25 25
14 14 14 14
3 3 3 3
1 1 1 1

| 5 - - :
25 25 25 25
Palmoil 20 : : :
: 20 30 40



SEM 10 20 30 40 50
142.66 1478 1539t 1693 1720 1562
16823 1413* 1498 16135 17165 1514™= 1L
14827 1328 1386™ 15115 15767 1409%< 99
0.239 | 545 575%< | 588> 589"  5.g1x
1110 83.15° 88.43* 9798 10222 88.31™

0183 652* 633 671 6.24  6.35™
10770 9868 10098 9939 1013 9536* 96.22* 111.08° 107

4.50 4.60 4.67 458 0060 459 455" 456 4 thl;w :::n::ny?

: what I'm thinking
18.21~ 17.58A% 1690% 1640~ 0329 1709 1717 17.67°
11.96 11.89 11.64 1165 0177 118&® 1145 1203%

1. Fat corrected milk in 6% t<0.1, *P<0.05, =+xP<0.01, =*+P<0.001,
2. Energy-corrected milk yield NS = no significance

3. Total solid

4. Solid not fat




bc
a ab
b
CON SC20 SC30 SC40 SEM ab

MDA ~ 0.71A 0.852  0.86B  0.84B 0.03 a 1

2pPC 3.094 3.45B 3.62BC 3.84C 0.1
SFRAP 0.72 0.71 0.68 0.71 0.0« 0. S
4ABTS ~ 48.94% 49.11A4 49.284 51.38% 0.42 > <
SCAT . 42,924 38.26% 66.888 50.348 7.602 c

6SOD 1348 13.74 1249 1205 0.579 1- b

'"GSH-Px 0.18 0.19 0.16 0.19 0.009 0.192 ... _ooY a ab ab

8GST 0.064 0.06"8 0.09¢ 0.088¢ 0.007 0.062 0.062 0.08°
'GR 0.034 0.04®2 0.03"2 0.03*8 0.002 0.03%> 0.04c 0.04¢



CON SC20 SC30 SC40 SEM be C SEM D T D*T

MDA ) 041~ 021° 4888 058c 0.027 a ab 0.021 ** * NS
2PC ) 3.65% 3.24"B 2908 33948 0.139 0152  * » NS
SFRAP 371 334 297 310 0.236 c 0192 NS  *** NS
“ABTS 42.61 4458 40.86 4415 1.933 ° ;36 - == NS
SCAT  3.83 3.88 4.13 438 0415 4.02 ) ] v
6SOD 2025 20.53 2054 22.04 1.835 18.27 16.86 cu.10 24.5/ ab = ab *

'"GSH-Px 057 044 048 047 0.068 0.342 042> 0.60c 0.7 NS



