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Materials and Methods
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KEGG pathways
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Minimal Impact of Synbiotic Alone

\

(Synbiotic administration alone
resulted in minimal changes to
gene expression in adult male
gonads, even with repeated
K administration.

_J

Enhanced Impact with Choline

Adding choline to the synbiotic
resulted in a significant effect on
gene expression. This effect was

amplified in the F3 generation,

potential
EXpression

exposures
sequence DNASXP

changmg epig enet1 ® Transgenerat10na1
informatlon Xpirlences
descendants d 5 enotypes

modifications
en“a?gs;igﬁigene effects

stimulated generatlon

ynbiotic#

k even with a single injection in F1J

Transgenerational Effect

r The combination of choline and h
synbiotic suggests a potential
transgenerational effect, particularly
_ evident in the F3 generation )
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