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1.Quantitative measurements

3.ldentification of alternative
splicing events
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Alternative splicing
(AS) is a fundamental
biological process that
regulates gene
expression and
increases protein
diversity by producing
tissue-specific protein
isoforms.
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“Ww—(( The aim of this study is to characterize the

AS events and isoform expression in the fat
transcriptome, and to elucidate the potential
pathways and biological functions specifically
associated to two key adipose tissues in
Assaf suckling lambs, tail and perirenal fat
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Differential Expression Analysis
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Functional Enrichment Analysis
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SONCLUSIONS

» We detected significant differences in AS events and
iIsoform expression between the perirenal and tail fat
depots in suckling lambs.

# These findings underscore the complexity of adipose
tissue regulation and highlight the importance of specific
genes and biological processes.

# Future analyses should focus on the detection of isoforms
that are actively involved in the differential fat deposmon
between the two tissues.
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