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Introduction
The Iberian Pig

• Native breed of the Iberian Peninsula, especially in the Dehesa
• Different varieties: Retinto (RR), Entrepelado (EE), and Torbiscal (TT)
• High meat quality , due to the presence of specific volatile compounds formed through the 

oxidation of fatty acids



•  Crucial for meat quality

• Influences the firmness of the fat 
and the cohesion between lean 
and fat tissues

• Different melting points affect 
these properties

• Proportions of specific fatty acids 
(stearic and linoleic) correlate with fat 
firmness

• Intramuscular fat (“marbling”) affects 
the tenderness and juiciness of the 
meat

• An optimal balance in composition is 
necessary to achieve high -quality meat

Introduction
Importance of FA 

Composition
In Swine
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4STATISTICAL MODEL

y -> P he notypic  da ta  a fte r C L R  tra ns forma tion 
( I MF )  ( S U B )
p -> %  I MF  
b -> ve c tor of s ys te ma tic  e ffe c ts  ( s e x ,  H Y S  a nd 
popula tion)
u -> ve c tor of a dditive  ge ne tic  ra ndom e ffe c ts  
e  -> ve c tor re s idua l e ffe c ts  
X ,  T  -> inc ide nc e  ma tric e s  for s ingle -s te p

SNPs Imputation

MAF -> 0.05

MIND -> 0.25

GENO -> 0.1
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Fatty acid heritabilities 
by groups

Results



Results

Genetic correlation 
IMF and SCF
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SSC S tart E nd S ize (Mb) Trait Max %
C andidate 

G enes

1 171311843 175313955 4.00
Myristic (IMF ), 
PUFA 2.36

1 222855324 226269523 3.41 Oleic (IMF ), MUFA 1.80

2 80025649 83395466 3.36
MUFA (SCF,  IMF ), 
SFA 1.52

B4GALT7
FAF2

3 97178250 101479314 4.30
Arachidonic (S C F ), 
DGLA 1.69

ZFP36L2
COX7A2L
SOS1

4 44704517 49757804 5.05 G adoleic (IMF ) 2.31

SLC26A7
TMEM64
DECR1
RIPK2

7 91928401 94531891 2.60
Arachidonic, 
G adoleic (S C F )

2.14 ZFP36L1

8 10249282 11417428 1.16
C 20_2n9 , 
Palmitoleic 1.57

Results



TMEM64ZFP36L1 DECR1

Nassar et al., 2020



Heritability estimates were higher in IMF than in SCF, and genetic correlations were 
predominantly positive

High correlations between IMF and SCF profiles can predict IMF composition 
from SCF samples

Several regions were associated with fatty acid composition in various chromosomes, 
preliminarily identifying key genes for lipid metabolism

Conclusion
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