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Introduction

- Small populations
- Origin
- Critically Endangered

- Genetic Diversity
- Breed healthy populations

- Culture historical importance




Data

190 samples in 8 Breeds

Mapped against Equcab3 and a
Finn horse genome (Pokharel

et al., 2024).

Plink1.9 and Plink2, bcftools.

Acronyms in the dataset:

NFH = Norwegian Fjord horse
NL = Nordland/Lyngen horse
NSB = North Swedish horse
KT = Coldblooded Trotter

G = Gotland pony

F = Faroese horse

D = Dole horse

A = Swedish Ardennes



Equcab3 Finn horse

26 Mill Variants ~————___ Quality Control__———_ 29 Mill Variants

Phred Score >= 40
Read Depth >= 8

Minor Allele Count =2

21.5 Ml =———" = > 22 5 Mill

Only SNPs

125Mil s 12 Mil



Private Alleles in Equcab3 Mapped data (1Mb) MAF > 0.1
OMb 21Mb 42Mb 63Mb 84Mb 105Mb 126Mb 147Mb 168Mb 188Mb
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Private Alleles in Finnhorse Mapped data (1Mb) MAF > 0.1
OMb 17Mb 34Mb 51Mb 68Mb 85Mb 102Mb 119Mb 136Mb 153Mb
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Runs of Homozygosity

Comparison of FROH between EquCab3 and Finnhorse

Slope: 0.9149
Correlation: 0.9978
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Conclusions

— Sensitivity to mapping.

— Inclusion of Nordic breed SNPs into SNPchips
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Runs of Homozygosity — Finnhorse table

Breed Min Mean Max

A 9 12 17
NFH 3 13 17
KT 2 14 19
NSB 1 14 23
NL 13 19 24
G 16 21 24
D 6 21 28

F 27 31 37



PCA 2 (16.01 %)
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PCA 2 (15.86 %)
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