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Conclusion

• Identification of 170,924 Partially Resistant CpGs (PRCs) 
 may escape epigenetic reprogramming
• Blastocysts from bull T5, T1 have divergent methylation patterns at 3,033 PRCs compared to T2 and T4 
 Interindividual variability between bulls in the ability to be reprogrammed after fertilization
• 3,033 PRCs are enriched in molecular functions

Prospects

• As genetic contribute to interindividual variation
What are the molecular mechanisms underlying interindividual variability between bulls? (genetics?)
 
• Do PRCs have an impact on the offspring’s methylation status and phenotype?

These 3,033 PRCs are present in the RUMIGEN Epichip array  

Conclusion / ProspectsContext ResultsQuestion Experimental design

PRCs: Partially Resistant CpGs
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