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Aim

Investigate the effect of in ovo stimulation on the cecal mucosa transcriptome
of green-legged partridgelike adult chicken in three subsequent generations.
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Main Results
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Intergenerational & Transgenerational Effects

Gene Expression Impact
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In ovo synbiotic and choline injections
significantly alter gene expression across
generations.
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Cumulative Exposure Effects

Observed changes suggest both intergenerational
and potential transgenerational effect on gene

expression.
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Repeated injections across generations
intensify gene expression changes,
particularly in F2, but may stabilize by F3.
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The in ovo stimulation may affect metabolic, cellular,
and structural pathways, suggesting benefits for gut
health and overall well-being by enhancing nutrient
absorption, reducing inflammation, and improving

Qzellular repair.
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